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1. Brief description/abstract for the content of the presentation. 150 words maximum
Introduction / Objectives / Methodology / Results / Conclusion
The contribution of human intestinal microbiota in the development of metabolic diseases
(obesity, diabetes) and related complications (cardiovascular and liver diseases) has been
highlighted by many publications. performed in rodent and humans. Studies have provided
information regarding associations between gut microbiota composition, food intake, metabolic
adaptations and inflammation using human dietary intervention and in the gastric bypass model.
For example, decreased gut microbiota diversity is associated with increased fat mass, markers of
insulin resistance and low grade inflammation. However, effective ways of modulating gut
microbiota in clinical practice and whether they can be efficient in some, if not all, patients have
yet to be identified.
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3. Please identify up to three specific outcomes that dietitians and participants will take away to
inform their future practice.
The contribution of gut microbiota and derived metabolites has been proposed in the
development of obesity/ diabetes and related complications.
Higher level of some bacterial species e.g. Akkermansia Muciniphila, is associated with better
metabolic profile such as decreased blood glucose, circulating insulin levels, improved insulin
sensitivity and less inflammation.
However, whether new therapies modulating gut microbiota in obese/diabetic patients can be
efficient in practice to improve their metabolic conditions and limit the occurrence of
complications has yet to demonstrated.
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